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Analysis of correlation factors and pregnancy outcomes in failed NIPT samples with low cffDNA concentration
Yang Jiexia » Wang Dongmei , Hou Yaping , Guo Fang fang . Peng Haishan, Hu Tingting , Wu Jing”
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[ Abstract] Objective To explore the related factors and pregnancy outcomes that lead to NIPT detection
failure with low c¢ffDNA concentration. Methods Retrospectively collect the sample information of NIPT
tests received in Guangdong Women and Children Hospital from 2017 to 2022, and the samples collected
twice failed to detect NIPT due to low ¢ffDNA concentration, including clinical data of pregnant women,
Prenatal testing results, ultrasound results and pregnancy outcomes. Evaluate the factors associated with
low cffDNA concentration and subsequent residual risks. Results 39 cases were detetion failed by NIPT,
among them includ 10(25. 64 %) twins and 7(17. 95%) twins who had one of the twins vanished. 13(33.33%)
cases received interventional Prenatal testing, and no fetal chromosome abnormality was detected. During
pregnancy, ultrasound revealed 9 cases (23. 08 %) of abnormal fetal development and delayed intrauterine
growth was 6 cases (15.38%). All pregnant women were followed up pregnancy outcomes, which includ
10 cases of premature birth (25. 64%) and 2 cases of spontaneous abortion (5. 13%). Conclusions For
the cases with failed NIPT detection, firstly, it is recommended to clarify the reasons for the detection
failure. Then, due to the increased risk of complications and adverse pregnancy outcomes during
pregnancy, further Genetic counseling, prenatal examination and regular ultrasound monitoring of fetal
growth and development should be recommended for all cases.
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